The title compound (I) was prepared as a continuation of our studies of the structures 4-toluoyl pyrazolones (Vyas et al., 2011). The molecular structure of (I) is shown in Fig 1. The bond lengths and angles in (I) are normal and correspond to those observed in related structures (Ma et al., 2006; Sun et al., 2007). The pyrazolone ring forms dihedral angles of 28.56 (7)°, 80.35 (7)° and 31.99 (7)° with the phenyl ring (C7-C12) and two benzene rings (C14-C19 and C22-C27).
In the title molecule, C 25 H 23 N 3 O 2 , the pyrazole ring forms dihedral angles of 28.56 (7), 80.35 (7) and 31.99 (7) with the phenyl ring, the p-tolyl ring and the p-tolylamino ring, respectively. The N-H group attached to the exocyclic C C bond is in a syn arrangement with respect to the C O bond of the pyrazolone group and an intramolecular N-HÁ Á ÁO hydrogen bond is observed. In the crystal, weak C-HÁ Á Á interactions link molecules along [100] . Table 1 Hydrogen-bond geometry (Å , ).
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Figure 1
The molecular structure of the title compound with ellipsoids are drawn at the 40% probability level. H atoms are shown as small spheres of arbitrary radii. The dashed line indicates a hydrogen bond. Part of the one-dimensional motif along [100] formed by weak C-H···π interactions (shown as dashed lines). Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
(Z)-3-Methyl-1-phenyl-4-[(p-tolyl)(p-tolylamino)methylidene]-1H-pyrazol-5(4H)-one
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) (16) C17-C20-H20A 109.5 C3-C6-H6A 109.5 C17-C20-H20B 109.5 C3-C6-H6B 109.5 H20A-C20-H20B 109.5 H6A-C6-H6B 109.5 C17-C20-H20C 109.5 C3-C6-H6C 109.5 H20A-C20-H20C 109.5 H6A-C6-H6C 109.5 H20B-C20-H20C 109.5 H6B-C6-H6C 109.5 C13-N21-C22 131.33 (18) C8-C7-C12 120.25 (18) C13-N21-H21 110.9 (11) C8-C7-N1 120.50 (19) C22-N21-H21 117.8 (11) C12-C7-N1 119.25 (18) C23-C22-C27 118.87 (19) C9-C8-C7 119.6 (2) C23-C22-N21 116.91 (18) C9-C8-H8 120.2 C27-C22-N21 124.16 (19) C7-C8-H8 120.2 C22-C23-C24 120.5 (2) C10-C9-C8 120.5 (2) C22-C23-H23 119.7 C10-C9-H9 119.7 C24-C23-H23 119.7 C8-C9-H9 119.7 C25-C24-C23 121.1 (2) C9-C10-C11 119.8 (2) C25-C24-H24 119.5 C9-C10-H10 120.1 C23-C24-H24 119.5 C11-C10-H10 120.1 C26-C25-C24 117.6 (2) C10-C11-C12 120.5 (2) C26-C25-C28 121.1 (2) C10-C11-H11 119.7 C24-C25-C28 121.2 (2) C12-C11-H11 119.7 C25-C26-C27 122.2 (2) C7-C12-C11 119.3 (2) C25-C26-H26 118.9 C7-C12-H12 120.3 C27-C26-H26 118.9 C11-C12-H12 120.3 C26-C27-C22 119.6 (2) N21-C13-C4 117.32 (17) C26-C27-H27 120.2 N21-C13-C14 121.02 (17) C22-C27-H27 120.2 C4-C13-C14 121.62 (17) C25-C28-H28A 109.5 C15-C14-C19 118.75 (19) C25-C28-H28B 109.5 C15-C14-C13 120.14 (18) H28A-C28-H28B 109.5 C19-C14-C13 121.09 (19) C25-C28-H28C 109.5 C14-C15-C16 120.2 (2) H28A-C28-H28C 109.5
